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eLife'stransparent reporting form
We encourage authors to provide detailed information within their submission to facilitate the interpretation and replication of experiments. If you have any questions, please contact us:editorial@elifesciences.org.
Sample-size estimation
 You should state whether an appropriate sample size was computed when the study was being designed  You shouldstate the statistical method of sample size computation and any required assumptions  If no explicit power analysis was used, you should describe how you decidedwhat sample (replicate) size (number) to use Please outline where this information can be found within the submission (e.g., page numbers or figure legends), or explain why this information doesn't apply to your submission:
Replicates  You should report how often each experiment was performed  You should includea definition of biological versus technical replication  The data obtained should be provided and sufficient information should be provided to indicate the number of independent biological and/or technical replicates  If you encountered any outliers, you should describe how these were handled  Criteria for exclusion/inclusion of data should be clearly stated  High-throughput sequence data should be uploaded before submission, with a private link for reviewers provided (these are available from both GEO and ArrayExpress)
Please outline where this information can be found within the submission (e.g., page numbers or figure legends), or explain why this information doesn't apply to your submission:
The sample size (n) was chosen differently for experiments of animal survival, tumor volume, marker expression, etc.. considering the following relation: n≥2sigma(Zalpha/D)2 where sigma is substituted by an estimate of variance (s2); alpha is at 0.05 (and Zalpha=-2) and D is the difference among treatments.
All the experiments were performed by researchers blinded to the group allocation. The investigators performing tumor volume, RT-PCR, immunofluorescence, FACS, etc analyses always received the samples from a third laboratory member, not involved in that specific experiment. Please outline where this information can be found within the submission (e.g., page numbers or figure legends), or explain why this information doesn't apply to your submission:
(For large datasets, or papers with a very large number of statistical tests, you may upload a single table file with tests, Ns, etc., with reference to page numbers in the manuscript.)
Additional data files ("source data")  We encourage you to upload relevant additional data files, such asnumerical data that are represented as a graph in a figure, or as a summary table  Where provided, these should be in the most useful format, and they can be uploaded as "Source data" files linked to a main figureor table  Include model definition files including the full list of parameters used  Include code used for data analysis (e.g., R, MatLab)  Avoid statingthat data files are "available upon request" Please indicate the figures or tables for which source data files have been provided: Animals considered for the analysis were selected for age. From some analyses we excluded mice that after glioma transplantation did not develop cerebral tumor.
For each figure we performed the appropriate statistic test, as described in Methods and Fig. legends. n.a.
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